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BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 
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Daclizumab 

Mature kappa light chain (SEQ ID NO: 118) 

DIQMTQSPSTLSASVGDRVTITCSASSSISYMHWYQQKPGKAPKLLIYTTSNLASGVPARFSGSGSGTEFTLTISSLQP 
DDFATYYCHQRSTYPLTFGQGTKVEVKRTVAAPSVFIFPPSDEQLKSGTASWCLLNNFYPREAKVQWKVDNALQSGNS 
QES VTEQDS KDSTYSLSSTLTLS KAD YEKHKVYACEVTHQGLS S PVTKS FNRGEC 

Mature gamma- 1 heavy chain with T2 50D (SEQ ID NO: 119) 

QVQLVQSGAEVKKPGSSVKVSCKASGYTFTSYRMHWWQAPGQGLEWIGYINPSTGYTEYNQKFKDKATITADESTNTA 

YMELSSLRSEDTAWYCARGGGVFDYWGQGTLVTVSSASTKGPSVFPIAPSSKSTSGGTAALGCLVKDYFPEPVTVSWN 

SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNWHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGP 

SVFLFPPKPKDDLMISRTPEVTC^AA^VSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRWSVLTVLHQDW 

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP 

VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK 

Mature gamma- 1 heavy chain with T2 50Q (SEQ ID NO: 120) 

QVQLVQSGAEVKKPGSSVKVSCKASGYTFTSYRMHWVRQAPGQGLEWIGYINPSTGYTEYNQKFKDKATITADESTNTA 
YMELSSLRSEDTAVYYCARGGGVFDYWGQGTLVTVSSASTKGPSVFPIAPSSKSTSGGTAALGCLVKDYFPEPVTVSWN 
SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLG^ 
SVFLFPPKPKDQLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT^ 

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP 
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK 

Mature gamma- 1 heavy chain with M42 8L (SEQ ID NO: 121) 

QVQLVQSGAEVKKPGSSVKVSCKASGYTFTSYRMHWVRQAPGQGLEWIGYINPSTGYTEYNQKFKDKATITADESTNTA 
YMELSSLRSEDTAVYYCARGGGVFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWN 
SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGP 
SVFLFPPKPKDTLMISRTPEVTCVWDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK 
EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP 
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLSLSPGK 

Mature gamma- 1 heavy chain with T2 50Q/M42 8L (SEQ ID NO: 122) 

Q VQ L VQ S GAE VKKPG S S VKVS CKAS G YT F T S YRMHWVRQ APGQGL EW I G Y I N P S TG YT E YNQ KF KD KAT I T ADE S TNT A 

YMELSSLRSEDTAWYCARGGGVFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWN 

SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGP 

SVFLFPPKPKDQLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL 

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP 

VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLSLSPGK 

Mature gamma- 1 heavy chain with T2 50Q/M42 8F (SEQ ID NO: 123) 

Q VQ L VQ S GAE VKK PGS S VKVS CKAS G YT F T S YRMHWVRQ APGQGL EW I G Y I N P S TG YT E YNQ KF KD KAT I T AD E S TNT A 
YMELSSLRSEDTAVYYCARGGGVFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWN 
SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGP 
SVFLFPPKPKDQLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV 

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP 
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVFHEALHNHYTQKSLSLSPGK 



Fig. 22 



Daclizumab (continued) 

Mature gamma- 2M3 heavy chain with T250D (SEQ ID NO: 124) 

QVQLVQSGAFIVKKPGSSVKVSCKASGYTFTSYRMHWVRQAPGQGLEWIGYINPSTC 

YMELSSLRSEDTAWYCARGGGVFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWN 
SGALTSGVHTFPAVLQSSGLYSLSSWTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPAAAPSVFL 
FPPKPKDDLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNS 

KVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS 
DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK 

Mature gamma- 2M3 heavy chain with T2 50Q (SEQ ID NO: 12 5) 

QVQLVQSGAEVKKPGSSVKVSCKASGYTFTSYRMHWVRQAPGQGLEWIGYINPSTGYTEYNQKFKDKATITADESTNTA 
YMELSSLRSEDTAWYCARGGGVFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWN 
SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKTO 
FPPKPKDQLMISRTPEVTCVVVDVSHEDPEVQFNWYVD 

KVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS 
DGS F FL YS KLTVDKS RWQQGNVFS CS VMHEALHNHYTQKS LSLSPGK 

Mature gamma- 2M3 heavy chain with M428L (SEQ ID NO: 12 6) 

QVQLVQSGAEVKKPGS SVKVS CKASGYTFTS YRMHWVRQAPGQGLEW I GY INPSTGYTE YNQKFKDKAT I TADESTNTA 
YMELSSLRSEDTAVYYCARGGGVFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWN 
SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPAAAPSVFL 
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRV^ 

KVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS 
DGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLSLSPGK 

Mature gamma- 2M3 heavy chain with T250Q/M42 8L (SEQ ID NO: 127) 

Q VQ L VQ S GAE VKK PGS S VKV S CKAS G YTF T S YRMHWVRQ APGQG L E W I G Y I N P S TG YT E YNQ KF KD KAT I TAD E S TNTA 
YMELSSLRSEDTAWYCARGGGVFDYWGQGTLVWSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWN 
SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPAAAPSVFL 
FPPKPKDQLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSV 

KVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS 
DGS F FL YS KLTVDKSRWQQGNVF S CS VLHEALHNHYTQKS LSLSPGK 

Mature gamma-2M3 heavy chain with T250Q/M428F (SEQ ID NO:128) 

Q VQ LVQ S GAE VKK PG S S VKVS C KAS G YT FT S YRMHWVRQ APGQGL EW I G Y I N P S TGYT E YNQ KF KDKAT I T AD E S TNTA 
YMELSSLRSEDTAVYYCARGGGVFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWN 
SGALTSGVHTFPAVLQSSGLYSLSSWTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPAAAPSVFL 
FPPKPKDQLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVLT^ 

KVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDS 
DGS FFLYS KLTVDKS RWQQGNVFS CSVFHEALHNHYTQKS LSL S PGK 



Fig. 22 (cont.) 



Fontolizumab (HuZAF®) 

Mature kappa light chain ( SEQ ID NO: 12 9) 

DIQMTQSPSTLSASVGDRVTITCKASENVDTYVSWYQQKPGKAPKLLIYGASNRYTGVPSRFSGSGSGTDFTLTISSLQ 
PDD F AT YY CGQ S YNY PFT FGQGTKVE VKRTVAAP S VFIFPPSDEQLKS GTASWCL LNN F Y PRE AKVQWKVDNALQS GN 
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC 

Mature gamma -1 heavy chain with T2 50D (SEQ ID NO: 13 0) 

Q VQ L VQ S GAE L KK PGS S VKVS CKAS G Y I FT S S W I NWVKQ APGQ GL E WIGRIDPS D GEVH YNQD F KDKATLTVD KS TNT A 
YMELSSLRSEDTAVYYCARGFLPWFADWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSW 
NSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG 
PSVFLFPPKPKDDLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVV 

KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP 
PVLDSDGS FFLYS KLTVDKSRWQQGNVFS CSVMHEALHNHYTQKS LS LS PGK 

Mature gamma -1 heavy chain with T2 50Q (SEQ ID NO: 131) 

QVQLVQSGAELKKPGSSVKVSCKASGYIFTSSWINWKQAPGQGLEW 

YMELSS LRS EDTAVYYCARGFLPWFADWGQGTLVTVS S ASTKGPS VFPLAPS S KSTS GGTAALGCLVKD YF PE PVTVS W 
NSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG 
PSVFLFPPKPKDQLMISRTPEVTC\A/VDVSHEDPEV 

KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP 
PVLDSDGS FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLS PGK 

Mature gamma- 1 heavy chain with M42 8L (SEQ ID NO: 132) 

QVQLVQSGAELKKPGSSVKVSCKASGYIFTSSWINWKQAPGQGL^ 

YMELSSLRSEDTAVYYCARGFLPWFADWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSW 
NSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG 
PSVFLFPPKPKDTLMISRTPEVTCVWDVSHEDPEVKFN^ 

KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP 
PVLDSDGS FFLYS KLTVDKSRWQQGNVFS CSVLHEALHNHYTQKSLSLS PGK 

Mature gamma- 1 heavy chain with T2 50Q/M42 8L (SEQ ID NO: 133) 

QVQLVQSGAELKKPGSSVKVSCKASGYIFTSSWINWVKQAPGQGLEWIGRIDPSDGE 

YMELSS LRS EDT AV Y Y CARG F LP W F ADWGQGTL VTV S S AS T KG P S V F P LAP S S KS T S GGTAALGC L VKD Y F P E P VTVS W 
NSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG 
PSVFLFPPKPKDQLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRWS 
KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP 
PVLDSDGS FFLYS KLTVDKSRWQQGNVFS CSVLHEALHNHYTQKSLSLS PGK 

Mature gamma- 1 heavy chain with T250Q/M428F (SEQ ID NO: 134) 

QVQLVQSGAELKKPGSSVKVSCKASGYIFTSSWINWVKQAPGQGLEWIGRIDPSDGEVHYNQDFKDKATLTVDKSTNTA 

YMELSSLRSEDTAVYYCARGFLPWFADWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSW 

NSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG 

PSVFLFPPKPKDQLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQD 

KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP 

PVLDSDGS FFLYS KLTVDKSRWQQGNVFS CSVFHEALHNHYTQKSLSLS PGK 
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Visilizumab (Nuvion®) 

Mature kappa light chain (SEQ ID NO: 13 5) 

DIQMTQSPSSLSASVGDRVTITCSASSSVSYMNWYQQKPGKAPKRLIYDTSKLASGVPSRFSGSGSGTDFTLTISSLQP 
EDFATYYCQQWSSNPPTFGGGTKVEIIO^TVAAPSVFIFPPSDEQLKSGTASWCLLNNFYPREAKVQWKVDNALQSGNS 
QESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC 

Mature gannna-2M3 heavy chain with T250D (SEQ ID NO: 136) 

QVQ LVQSGAEVKKPGASVKVSCKASGYTFISYTMHWVRQAPGQGLEWMGYINPRSGYTHYNQKLKDKATLTADKSASTA 
YMELSSLRSEDTAWYCARSAYYDYDGFAYWGQGTLVTVSSASTKGPSVFPI^PCSRSTSESTAALGCLVKDYFPEPVT 
VSWNSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPAAAP 
SVFLFPPKPKDDLMISRTPEVTCVWDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRWSVLTWHQDWLNGK 
EYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP 
MLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPSK 

Mature gamma- 2M3 heavy chain with T2 50Q (SEQ ID NO: 137) 

QVQLVQSGAEVKKPGASVKVSCKASGYTFISYTMHWTOQAPGQGLEWMGYINPRSGYTHYNQKLKDKATLTADKSASTA 

YMELSSLRSEDTAVYYC^U^SAYYDYDGFAYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVT 

VSWNSGALTSGVHTFPAVLQSSGLYSLSSWWPSSNFGTQTYTCNVDHKPSNTKVDKWERKCCVECPPCPAPPAAAP 

SVFLFPPKPKDQLMISRTPEVTCVWDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRWSVLTVVHQD 

EYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP 

MLDSDGSFFLYSKLTVDKSRWQQGNVFS CS VMHEALHNHYTQKSLSLSPSK 

Mature gamma- 2M3 heavy chain with M428L (SEQ ID NO: 13 8) 

QVQLVQSGAEVKKPGASVKVSCKASGYTFISYTMHWVRQAPGQGLEWMGYINPRSGYTHYNQKLKDKATLTADKSASTA 
YMELSSLRSEDTAVYYO^SAYYDYDGFAYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVT 
VSWNSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPAAAP 
SVFLFPPK P KDTLM I S RT P E VT CVWD VS HED P E VQ FNW YVDG VE VHN AKTKPRE EQ FNS T F RWSVLTWHQDWLNGK 
EYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP 
MLDSDGS F FL YS KLTVDKS RWQQGNVFS CS VLHEALHNH YTQKS LS LS PS K 

Mature gamma-2M3 heavy chain with T250Q/M428L (SEQ ID NO: 139) 

QVQ L VQ S GAE VKK P GAS VKVS CKAS GYT F I S YTMHWVRQ A PGQG LE WMG Y I NP R S GYTH YNQ KL KD KATLT AD KS AS T A 

YMELSSLRSEDTAVYYCARSAYYDYDGFAYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVT 

VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPAAAP 

SVFLFPPKPKDQLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRWSVLTVVHQD 

EYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP 

MLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVLHEALHNHYTQKSLSLSPSK 

Mature gamma- 2M3 heavy chain with T2 50Q/M428F (SEQ ID NO: 14 0) 

QVQLVQSGAEVKKPGASVKVSCKASGYTFISYTMHWVRQAPGQGLEWMGYINPRSGYTHYNQKLKDKATLTADKSASTA 
YMELSSLRSEDTAVYYCARSAYYDYDGFAYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVT 
VSWNSGALTSGVHTFPAVLQSSGLYSLSSWWPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPAAAP 
SVFLFPPKPKDQLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNS 

EYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP 
MLDSDGSFFLYS KLTVDKS RWQQGNVFS CSVFHEALHNHYTQKSLSLS PS K 
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M2 00 

Mature kappa light chain (SEQ ID NO: 141) 

QIVLTQSPAIMSASLGERVTMTCTASSSVSSNYLHWYQQKPGSAPNLWIYSTSNLASGVPARFSGSGSGTSYSLTISSM 
EAEDAATYYCHQYLRSPPTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASWCLLNNFYPREAKVQWKVDNALQSG 
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC 

Mature gamma- 4 heavy chain with T2 50D (SEQ ID NO: 142) 

QVQLKESGPGLVAPSQSLSITCTISGFSLTDYGVHWVRQPPGKGLEWLWIWSDGSSTYNSALKSRMTIRKDNSKSQVF 
LIMNSLQTDDSAMYYCARHGTYYGMTTTGDALDYWGQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFP 
EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPE 
FLGGPSVFLFPPKPKDDLMISRTPEVTCVWDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRWSVLTVLHQD 
WLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY 
KTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK 

Mature gamma- 4 heavy chain with T250Q (SEQ ID NO: 143) 

QVQLKESGPGLVAPSQSLSITCTISGFSLTDYGVHWVRQPPGKGLEWLVVIWSDGSSTYNSALKSRMTIRKDNSKSQVF 
LIMNSLQTDDSAMYYCARHGTYYGMTTTGDALDYWGQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFP 
EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPE 
FLGGPSVFLFPPKPKDQLMISRTPEVTC^AAnDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRWSVLTVLHQ^ 
WIJSIGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY 
KTT P P VLD SDGSFFLYS RLT VDKS RWQ E GNVF S C S VMH E ALHNH YT QKS L S LS LGK 

Mature gamma-4 heavy chain with M428L (SEQ ID NO: 144) 

QVQLKESGPGLVAPSQSLSITCTISGFSLTDYGVHWVRQPPGKGLEWLWIWSDGSSTYNSALKSRMTIRKDNSKSQVF 
LIMNSLQTDDSAMYYCARHGTYYGMTTTGDALDYWGQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFP 
EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPE 
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV 

WLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY 
KTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVLHEALHNHYTQKSLSLSLGK 

Mature gamma-4 heavy chain with T250Q/M428L (SEQ ID NO: 145) 

QVQLKESGPGLVAPSQSLSITCTISGFSLTDYGVHWVRQPPGKGLEWLWIWSDGSSTYNSALKSRMTIRKDNSKSQVF 
LIMNSLQTDDSAMYYCARHGTYYGMTTTGDALDYWGQGTSV^ 

EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSSLGTKTYTCNVDHKPSOTKVDKRVESKYGPPCPSCPAPE 
FLGGPSVFLFPPKPKDQLMISRTPEVTCVWDVSQEDPEVQFNWWDGVEVHNAKTKPREEQFNSTYRWSVLTVLHQD 
W LNGKE YKC KV SNKGL P S S I E KT I S KAKGQ P RE P Q VYT L P P S Q E EMTKNQ V S LT C L VKGF Y P S D I AVE WE S NGQ P ENNY 
KTT PPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVLHE ALHNH YTQKSLSLS LGK 

Mature gamma-4 heavy chain with T250Q/M428F (SEQ ID NO: 146) 

QVQLKESGPGLVAPSQSLSITCTISGFSLTDYGVHWVRQPPGKGLEWLWIWSDGSSTYNSALKSRMTIRKDNSKSQVF 
LIMNSLQTDDSAMYYCARHGTYYGMTTTGDALDYWGQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFP 
EPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSWTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPE 
FLGGPSVFLFPPKPKDQLMISRTPEVTCVVVDVSQEDPEVQFNWWDGVEVHNAKTKPREEQFNSTYRWSVLTVLHQD 
W LNGKE YKC KV SNKGL P S S I E KT I S KAKGQ PRE P Q V YT L P P S Q EE MTKNQ VS L T CL VKG F Y P S D I AVE W E S NGQ P ENNY 
KTT PPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVFHEALHNH YTQKSLSLS LGK 



Fig. 25 



